
A referendum to legalize the responsible use of supplemental data.  

 Inspired by the recent successful referendums in Colorado, California, and Washington, I 

propose that it is perhaps time for The Journal and The Society to reconsider their policy on 

supplemental data.  It rests on the faulty assumption that forms of supplemental data are equally 

dangerous, whereas I suggest that supplemental ‘omics’ datasets, when used under controlled 

conditions, offer numerous benefits to the neuroscience.    

Some background: in 2010, the editors of the Journal of Neuroscience hosted an intervention 

for what they saw as a spiraling descent towards an addiction to supplemental data. Reviewers, 

intoxicated with power, could now request endless figures to support their craving for time-consuming 

but relatively uninformative additional experiments.  Authors, responding to this pressure, would pre-

emptively flood the manuscript with tangential experiments, to provide reviewers with the excess data 

they had come to crave.  Furthermore, it was argued that extensive supplemental material puts an 

undue burden on reviewers and as a consequence is usually not as thoroughly peer reviewed, yet it is 

published under the aegis of a peer reviewed journal.  Thus, to protect reviewers and authors from 

themselves, The Journal formally forbade supplemental data in submissions.   

While well-reasoned, this policy does not take into account the fact that, within the domain of 

molecular neuroscience, high-throughput sequencing-based methods form the foundation of many 

current papers. These approaches generate far more data than can be included in the body of a 

manuscript.  Yet it is a key requirement of funding agencies, and a necessity for successful replication, 

that raw data be made available concurrent with publication.  In addition, results of these analyses have 

potential implications far beyond those highlighted by the authors.  For example, gene expression 

analyses typically identify hundreds of altered transcripts, yet in the body of a paper scientists normally 

only have the bandwidth to pursue a small number of these findings.  However, if analyzed data are 

provided, the field has the opportunity to readily pursue additional leads.  Finally, in many cases, 

exploration of the raw and analyzed data is key to evaluating whether a manuscript should be published, 

for example, whether a new analytic approach may have worked, or whether the results highlighted by 

the authors in the body of the text are representative of the larger dataset. 

Since 2010, as both a reviewer and an author I have seen papers rejected based in part on this 

policy. (e.g. “… recommendation of re-submitting it to a different journal - perhaps one with more of a 

genomics focus and more permissive supplemental information…”). Thus, an unintended consequence of 

this prohibition has been to drive away from The Journal work in the area of molecular neuroscience.   

I propose that it is time for an easing of this prohibition.  Some might worry that “legalization” of 

gene lists might serve as “gateway data” that will ultimately spiral into the excessive supplements that 

raised concerns to begin with.  To avoid this, I propose The Journal leave in place the ban on supplemental 

text and data figures, but allow access to supplemental data in a tightly regulated way: The Journal should 

allow links to standardized repositories for raw and analyzed data to be included in initial submissions.  

Gene Expression Omnibus (GEO), and other like resources, have stereotyped structures for holding raw 

and analyzed data, including mechanisms supporting anonymous review.  Thus, only a link to the GEO 

submission need be included. This would obviate the need for The Journal to host the data long-term. This 

fits the needs of the community (including reviewers) to have access to the raw and analyzed data, while 

protecting reviewers from excessive burden as well as the temptation to descend into data decadence 

and dependency.   



While this prohibition is felt most acutely by molecular neuroscientists at this time, as all domains 

of neuroscience move towards larger datasets and more comprehensive approaches, the current 

prohibition will be felt by these areas too.  Provided GEO-like repositories are developed for those data 

types, similar linking should be permissible.  As it currently stands, maintaining a strict prohibition will 

leave our Journal with a niche that is inconsistent with the breadth of approaches in use by members of 

the Society today.   

Respectfully, 

Joseph Dougherty 

 

 

 

 


